Genetic mapping for quantitative traits
Trait and genotypes (imputed)

l

Mapped genomic location for functional
traits (Yield and yield-components)
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Enhancer (Transcription factor binding);

Promoter; 5' UTR and 3'

Targeted gene expression analysis (Gene expression fold changes)
Insilico gene expression at various developmental stages
lonomics (Tissue specific elemental distribution)

Development of allele-specific SNP/haplotype markers

Molecular Breeding
Genome Editing
Screening of functional mutants

List of sig. SNPs & haplotypes for
functional traits
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Candidate genes - Explore vicinity and overlapping genes

prioritization tools/\NP functional characterization

Characterization of target SNPs
+——— * Missense and Nonsense variant

UTR; Exon + Effect on protein and gene expression
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Gene validation Functional validation of significant transcription factors
-«

Virusinduced gene silencing (VIGS)
Genetic transformation (Express/represstarget genes)

Genomic Selection

—— Impute significant SNPs into genomic selection breeding pipeline
New elite cultivars = Select best parents for crossing and cultivar development
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